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samples groupl groupZ nhsal... Path ncar - H apiens (human, iation - L 48726
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Pvalue threshold path:haal . Naturel kiker call mediated cytotoxicty - Homo path bsaD... Natural kiler cel mediated cylotocity ...  4.0817
path:nsal . Cylokne-cytoking recepter interaction - Homo. path hsal .. Acute myslod leukema - Komo sapen lgme
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Apply | 27 |pathchsal . Porphynn and chiorophyll metabolsm - Homo path head... SNARE nteractions in vesicular transp...  1.8808
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